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Background:

Born and raised in Bangor, Maine, Dr. Carter’s first research experience was as a Student
Researcher at The Jackson Laboratory in Bar Harbor, working with Drs. Jane Barker and
Janan Eppig on chromosomal abnormalities in mouse models of disease. After receiving a
Bachelor’s degree in Biology and Environmental Studies from Tufts University in Medford, MA,
he worked as a Clinical Laboratory Technician at Brigham & Women'’s hospital. Dr. Carter
went on to earn a Ph.D. degree in Human Genetics and Molecular Biology from The Johns
Hopkins University, studying an epigenetically silenced tumor suppressor gene in the
laboratory of Dr. Stephen Baylin. Following his graduate work, Dr. Carter remained in
Baltimore to do post-doctoral work in Developmental Genomics with Dr. Minoru Ko at the
National Institute on Aging. Dr. Carter joined the faculty of Animal Science and the Center for
Regenerative Biology at The University of Connecticut in 2006.

Awards Recieved :

o NIH Training Grant Fellowship for Predoctoral Studies, The Johns Hopkins University,
Baltimore, MD. (1994)

o Intramural Research Training Award, National Institute on Aging, Baltimore, MD. (2000)

e Pharmacology Research and Training Program Fellowship, NIGMS, NIH, Bethesda, MD.
(2001)

o Intramural Research Program “On-the-Spot” Award, National Institute on Aging,
Baltimore, MD. (2004)

Research Interests:

Despite the dramatic advances made in genome science over the last two decades, our
collective understanding of gene function and regulation in the developing mammalian embryo



is rudimentary at best. Tremendous progress has also been made in understanding transcript
splicing, chromatin structure dynamics, and epigenetic gene regulation, but how these
individual aspects of genome function work together to produce the unimaginably complex
phenomenon of development is largely unknown. Understanding the mechanisms involved will
certainly be relevant to clinical efforts to understand, prevent, and treat birth defects and
infertility in patients, but it could also shed light on fundamental biological questions of how
embryos of different species can use roughly the same gene content and similar
developmental programs to produce animals with very different characteristics and
neurological complexity. Furthermore, studying the differences and similarities in genome
function between embryos, embryonic stem cells, and their differentiated derivatives will
advance the emerging field of Regenerative Medicine.

My current research goal is to combine my experience and interest in developmental
genomics with recent advances in the study of epigenetics to integrate gene expression
network data with information on chromatin state in preimplantation mammalian embryos. By
contributing my experience in embryonic and stem cell gene expression profiling to the unique
nuclear transfer cloning abilities of Dr. Yang’s group in mice and cattle, we hope to understand
more about the connections between gene expression and epigenetic chromatin modification
in normal and cloned embryos, as well as in pluripotent and differentiated embryonic stem cells
derived from such embryos.
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Hobbies or Non-Academic Interests:

| have been playing the violoncello since grade school, performing in chamber ensembles
and orchestras, including the Bangor Symphony Orchestra and the Longwood Symphony at
New England Conservatory’s Extension School. | took up distance running in 2005, completing
the Frederick, Baltimore, and Hartford Marathons in the past two years.

Favorite Links

Nature Podcast

NIA Microarray Data Analysis page

Longwood Gardens

Runstoppable.com

Siamese Cat Rescue Center in VA

World RPS Society




